Nucleotide and Predicted Translation Product for Human Hepatoma Derived 
Growth Factor-Like Protein (HDGF-2) 



1 GAATTCGTGCTCTTAGGGTGGTTGGGTGGTAAGATGGCGGCTGTGAGTCTGCGGCTCGGC 



6 1 GACTTGGTGTGGGGGAAACTCGGCCGATATCCTCCTTGGCCAGGAAAGATTGTTAATCCA 
DLVWGKLGRYPPWPGKIVNP 

121 CCAAAGGACTTGAAGAAACCTCGCGGAAAGAAATGCTTCTTTGTGAAATTTTTTGGAACA 
PKDLKK PRGKKCFFVKFFGT 

181 GAAGATCATGCCTGGATCAAAGTGGAACAGCTGAAGCCATATCATGCTCATAAAGAGGAA 
EDHAWI KVEQLKPYHAHKEE 

241 ATGATAAAAATTAACAAGGGTAAACGATTCCAGCAAGCGGTAGATGCTGTCGAAGAGTTC 
MIKINKGKRFQQAVDAVEEF 

301 CTCAGGAGAGCCAAAGGGAAAGACCAGACGTCATCCCACAATTCTTCTGATGACAAGAAT 
LRRAKGKDQTSSHNS SDDKN 

3 61 CGACGTAATTCCAGTGAGGAGAGAAGTAGGCCAAACTCAGGTGATGAGAAGCGCAAACTT 
RRNSSEERSRPNSGDEKRKL 

421 ^AGCCTGTCTGAAGGGAAGGTGAAGAAGAACATGGGAGAAGGAAAGAAGAGGGTGTCTTCA 
SLSEGKVKKNMGEGKKR V.SS 

481 GGCTCTTCAGAGAGAGGCTCCAAATCCCCTCTGAAAAGAGCCCAAGAGCAAAGTCCCCGG 
GSSERGSKSPLKRAQEQSPR 

541 AAGCGGGGTCGGCCCCCAAAGGAT.GAGAAGGATCTCACCATCCCGGAGTCTAGTACCGTG 
KRGRPPKDEKDLTIPESSTV 

601 AAGGGGATGATGGCCGGACCGATGGCCGCGTTTAAATGGCAGCCAACCGCAAGCGAGCCT 
KGMMAG PMAAF KWQPTAS EP 

661 GTTAAAGATGCAGATCCTCATTTCCATCATTTCCTGCTAAGCCAAACAGAGAAGCCAGCT 
VKDADPHFHHFLLSQTEKPA 

721 GTCTGTTACCAGGCAATCACGAAGAAGTTGAAAATATGTGAAGACCTCCTTCTTCCTAGG 
VCYQAITKKLKICEDLLLPR 

7 81 TGAAGTGGGCAATGCAGCCAAGATGATGCTGATCGTGAACATGGTCCAAGGGAGCTTCAT 

841 GGCCACTATTGCCGAGGGGCTGACCCTGGCCCAGGTGACAGGCCAGTCCCAGCAGACACT 

901 CTTGGACATCCTCAATCAGGGACAGTTGGCCAGGATCTTCCTGGACCAGAAGTGCCAAAA 

961 TATCCTGCAAGGAAACTTTAAGCCTGATTTCTACCTGAAATACATTCAGAAGGATCTCCG 

1021 CTTAGCCATTGCGCTGGGTGATGCGGTCAACCATCCGACTCCCATGGCAGCTGCAGCAAA 

1081 TGAGGTGTACAAAAGAGCCAAGGCGCTGGACCAGTCTGACAACGATATGTCCGCCGTGTA 

1141 CCGAGCCTACATACACTAAGCTGTCGACACCCCGCCCTCACCCCTCCAATCCCCCCTCTG 

12 01 ACCCCCTCTTCCTCACATGGGGTCGGGGGCCTGGGAGTTCATTCTGGTACCAGCCCACCT 

1261 ATCTCCATTTCCTTTTATACAGACTTTGAGACTTGCCATCAGCACAGCACACAGCAGCAC 

1321 CCTTCCCCTGAGGTCGGTGGGGAGGGGACAAGTGTCAGCAGGATTGGCGTGTGGGAAAGC 

1381 TCTTGAGCTGGGC ACTGGCCCCCCGGACGAGGTGGYTGTGTGTTCACAC ACACACACACA 

1441 CACAC ACACACAC ACACACACACAGGCTCTCGCCCCAGGATAGAAGCTGCCCAGAAACTG 



MAAVSLRLG 
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15 01 CTGCCTGGCTTTTTTTCTTCCGAGCTTGTCTTATCTCAAACCCCTTCCAGTCAAGGAACT 

1561 AGAATCAGCAACGAGAGTTGGAAGCCTTCCCACAGCTTCCCCCAGAGCGAAGAGGCTGTA 

1621 GTCATGTCCCCATCCCCCACTGGATTCCCTACAAGGAGAGGCCTTGGGCCCAGATGAGCC 

1681 AGTACAGACTCCAGACAGAGGGGCCCTTGGGGCCCTCCAACCTCAGGTGATGAGCTGAGA 

1741 AAGATGTTCACGTCTAAGCGTCCAGTGTGCACCCAGCGCTCCATAGACGCCTTTGTGAAC 

1801 TGAAAAGAGACTGGCAGAGTCCCGAGAAGATGGGGCCCTGGCTTTCCAGGGAGTGCAGCA 

18 61 AG C AGCCGGC C TGC AGGTGAGC ATGGAGGC C C GGC C C TC AC CGC C TC GAAGC C ATGC C CC 

1921 AGATGCCACTGCCACAGCGGGCGCTCGCTCCTCCCTAGGCTGTTTTAGTATTTGGATTTG 

1981 CATTCCATCCCTTGGGAGGGAGTCCTCAGGGCCACTAGTGATGAGCCAAGAGGAGTGGGG 

2041 GTTGGGGGCGCTCCTTTCTGTTTCCGTTAGGCCACAGACTCTTCACCTGGCTCTGACTTA 

2101 CCTCGGTCCCCTCCCAGTGGTCCCACCTTCTCCACCCTGCCCTGCCAAGTCCCCTGCATG 

2161 CCCACCGCTCTCCATCCTCC-TCCTCTCCCTCTTCCTCCCGTGGAGACAGTATTTCTTTC 

2221 TGTCTGTCCCTTTGGCCCAGjr--CCCAGCCTGACCAACGATGAGCATTTCTTAGGCTCAGCT 

22 81 CTTGATACGGAAACGAGTGTCTTCACTCCAGCCAGCATCATGGTCTTCGGTGCTTCCCGG 

2341 GCCCGGGGTCTGTCGGGAGGGAAGAGAACTGGGCCTGACCTACCTGAACTGACTGGCCCT 

2401 CCGAGGTGGGTCTGGGACATCCTAGAGGCCCTACATTTGTCCTTGGATAGGGGACCGGGG 

2461 GGGGCTTGGAATGTTSCAAAAAAAAAAGTTACCCAAGGGATGTCAGTTTTTTATCCCTCT 

2521 GCATGGGTTGGATTTTCCAAAATCATAATTTGCAGAAGGAAGGCCAGCATTTACGATGCA 

2581 ATATGTAATTATATATAGGGTGGCCACACTAGGGCGGGGTCCTTCCCCCCTCACAGCTTT 

2641 GGCCCCTTTGAGAGATTAGAAACTGGGTTAGAGGATTGCAGAAGACGAGTGGGGGGAGGG 

27 01 CAGGGAAGATGCCTGTCGGGTTTTTAGC? "AGTTCATTTCACTGGGATTTTGAAGCATTT 

2761 CTGTCTGAACACAAAGCCTGTTCTAGTCu JGGCGGAACACACTGGGGGTGGGGGCGGGGG 

2821 AAGATGCGGTAATGAAACCGGTTAGTCAATTTTGTCTTAATATTGTTGACAATTCTGTAA 

2 881 AGTTCCTTTTTATGAATATTTCTGTTTAAGCTATTTCACCTTTCTTTTGAAATCCTTCCC 

2 941 TTTTAAGGAGAAAATGTGACACTTTGTGAAAAAGCTTGTAAGAAAGCCCCTCCCTTTTTT 

3 001 CTTTAAACCTTTAAATGACAAATCTAGGTAATTAAGGTTGTGAATTTTTATTTTTGCTTT 
3 061 GTTTTTAATGAACATTTGTCTTTCAGAATAGGATTGTGTGATAATGTTTAAATGGSAAAA 
3121 ACAAAACATGATTTTGTGCAATTAACAAAGCTACTGCAAGGAAAATAAAACACTTCTTGG 
3181 TAACAAAAAAAAAAAAAAAAAA ~ 3202 
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Comparison of Amino Acid Sequences Between HDGF-1 and HDGF-2 



HDGF-2 
HDGF-1 

HDGF-2 
HDGF-1 

HDGF-2 
HDGF-1 

HDGF-2 
HDGF-1 

HDGF-2 
HDGF-1 



10 20 30 

MAAVSLRLGDLVWGKLGRYPPWPGKIVNPPKDLKKPRG 

||||::|: lhlh = l = I = h : 
MSRSNRQKEYKCGDLVFAKMKGYPHWPARIDEMPEAAVKSTA 

40 50 60 70 80 90 

KJCCFFVKFFGTEDHAWIKV^QLKPYHAHKEEMIKINKGKI^QQAVDAVEEFLRRAKGKDQ 

:| : I Mil:: |:: : : | | | : : | | : : | | | | | : : : : : I : : : : 

NK-YQVFFFGTHETAFLGPKDLFPYEESKEKFGKPNKRKGFSEGLWEIEN NPTVK 

100 110 120 130 140 150 
TSSHNSSDDKNRRNSSEERSRPNSGDEKRKLSLSEGKVKKNMGEGKKRVSSGSSERGSKS 
:::| : : : : | | : : : | : : | | : : :||| ::: ::|:::|: 
ASGYQSSQKKSCVEEPEPEPEAAEGDGDKK-GNAEGSSD EEGKL VI DE PAKEKNEKG 



160 170 180 190 200 210 

PLKRAQEQSPRKRGRPPIQ3EKDLTIPESSTVKG>I1IAGPMA-AFKWQPTASEPVKDADPHF 

AlIsRAGDLIuEDSPKRPKEAENPEGEEKEAATLEVERPLPMEVEKNSTPSEPGSGRGPPQ 

220 230 240 250 

HHFLLSQTEKPAVCYQAITKKLKICEDLLL.PR 

EEEEEEDEEEEATKEDAEAPG IRDHES L 



